
 

Additional file 4: Figure S2. Analysis of the genome-wide LD decay in the rice panel used for GWAS. The 

curve represents LD averaged values in 10 kb windows (see Materials and Methods for details). The red line 

represents the threshold R2 value to consider two markers as unlinked. The table reports, for each 

chromosome, the number of SNPs, the size, the marker density and distances corresponding to a R2 value 

of 0.2. The average genome-wide value is also shown. 


